Methylation Specific Bisulfite-Seq (MSBYS)

Enrichment of methylated CpG sites

Simple workflow
Two reaction steps
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Methylation Specific Bisulfite-Seq (MSBS)

Enrichment of methylated CpG sites

Example 1: High and low methylated regions in human
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Example 2: High methylated region in human
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Example 3: Low methylated region in human
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Product Name Cat.#
Methylation Specific Bisulfite-Seq Library Prep Kit (with non-index primers) 30101
Methylation Specific Bisulfite-Seq Library Prep Kit (with index primers) 30102

Methylation Specific Bisulfite-Seq Library Prep Kit (with unique dual index primers) 30103

More details at biodynami.com/product/methylation-specific-bisulfite-seq/
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